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(Genetic conditions: Learning about autosomal dominant inheritance)
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(Autosomal dominant inheritance)
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(Autosomal dominant conditions)

TTOGGT O0GFST NAAY AR AtEAAL 481t hTI9° Ade:: Al Mk AO-FOI° GNAA, THIT TiAed® API° G0t HAPT® O-AP-
AQF I, TP Al 27900 A09°:: Al NAA AO~FHIPi(autosomal) NAA. T it 90T HAPI® O-0P-O0F 1H. hoTI°
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(How autosomal dominant conditions are passed down from parent to child)
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(Finding a genetic variant for the first time: De novo variants)

A& ho-tHgPi(autosomal) ANAA. ATI9° HAL A S LT 36T G hT19° hUAP OL hQUAP LTAN Af: Al 10AT
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(Genetic counselling)

NHHA ho-FHIP:(autosomal) GNAA, TidT @2 O-CH Hhel &1 vt Kt hdgh o0 +E8A h'7h7? TSI THE-CA:
L Mo1° THALI® @L NS IENT hTII° Al hLD THAQ D-AP-A0T §L Lith® I°Ns LOYNI° AP AL h9T0S Bt
FE0 AL WHFIPT A916-3.2F BGR aPCavet AT 3T avCavs TLIPCIPE SRAA A%E (&4 L3177 @-AP-00TT hk o0
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